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Construction of retroviral vector encoding for human papillomavirus type 16 E7 protein
(HPV16E7)

HE Qingyis LI Qrhong (Department of Orthopedics, Southwest Hospital, Third Military Medical University Chongging 400038, China)

Abstract: Objective To construct a retroviral vector of human papillomavims type 16 E7(HPV16E7). Methods The E7 fragment of HPV 16
¢DNA was amplified with PCR and inserted into the retwoviral vector pLXSN with endonuclease digestion and ligation methods then the recombinant
vector was determined with enzyme digestion and sequencing. The homologous features between the obtained HPV16E7 sequence and original HPV 16
cDNA E7 fragment was analyzed with the Genbank data analysis software. Results The 300 bp fragment of HPV16E7 cloned from HPV16 ¢DNA
was transferred into the genome of retroviral vector in success. The obtained HPV16E7 showed highly homology with the orginal HPV16 ¢DNA in
Genbank. Conclusion Successfully constructed retroviral vector encoding for HPVI6E7 establishes important basis for gene transfection of human
articular chondcytes.
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